c-fos and c-jun expression in the liver of silver carp and the effect of microcystins.
In the present study, c-fos and c-jun cDNAs were cloned, and their phylogenetic trees were constructed. The results demonstrate that the full-length c-fos cDNA is 1719 bp and contains a 1059-bp open reading frame (ORF) encoding 352 amino acids. The c-jun cDNA is 1931 bp and contains a 927-bp ORF encoding 308 amino acids. Moreover, constitutive expression of c-fos and c-jun was detected in all examined tissues of the silver carp using quantitative real-time polymerase chain reaction, and the liver showed the highest relative expression rate. In addition, we found that either 50 or 200 μg/kg crude microcystin exposure significantly promoted the transcription of c-fos, c-jun, and c-myc in the silver carp liver, suggesting that c-fos, c-jun, and c-myc may be involved in the hepatotoxicity of microcystins.